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Metal-oligonucleotide complexes, MS/MS of, 370, 799 (erratum)
Methionine, oxidation in calmodulin, quantification of, 1470
Methionine-containing peptides, analysis by charge derivatiza-
tion and MS/MS, 1131
Methylthioacetic acid, determining gas phase acidity of, Cooks’
kinetic method in, 535
Microwave-assisted acid hydrolysis, of protein, LC MALDI
MS/MS with, 471
Microwave-assisted enzyme-catalyzed reactions, in solvent sys-
tems, 581
Mini-ball mill approach, in solvent-free MALDI-MS of biological
samples, 542
MMFF, in ion mobility spectroscopy of charge-solvated vs salt
bridge structures of protonated trimers, 1009
Molecular ionization, volumetric intensity dependence on, in
laser focus, 82
Molecules, small, UTLC-AP-MALDI-MS of, 906
Monoclonal antibodies, trap for, reversed-phase HPLC and ion
trap MS in, 307, 797(erratum)
Monosaccharides, isobaric, distinguishing by ion pairing and
MS/MS, 1827
MS2Grouper, as algorithm for proteomic MS/MS, 1250
Multidimensional protein identification technology (MudPIT), of
heart tissue, 1207
Mutual storage mode, in hybrid linear ion trap, 71
Mycobacterium, lipoarabinomannans from, ESI-MS characteriza-
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